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IncRNA%E

InRcute INcRNA cDNA F—iiSRidFIE ( ZEFEAH )
InRcute IncRNA First-Strand cDNA Kit
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HRHH INcRNA SR I S — L
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IncRNAH: |

3238451 (KR202/FP402)
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#8453 {EH TIANGEN IncRNA = SRR REISCHGIR

=1=|
The long noncoding RNA T5120 regulates

nitrate response and assimilation in Arabidop-
sis

LncRNA ZEB1 - AS1 down - regulation sup-
presses the proliferation and invasion by
inhibiting ZEB1 expression in oesophageal
squamous cell carcinoma

Long non-coding RNA CDKN2B antisense
RNA 1 gene contributes to paclitaxel resis-
tance in endometrial carcinoma

Silencing of GAS5 alleviates glaucoma in
rat models by reducing retinal ganglion cell
apoptosis

Whole-transcriptome RNA sequencing re-
veals the global molecular responses and
ceRNA regulatory network of mRNAs, In-
cRNAs, miRNAs and circRNAs in response
to copper toxicity in Ziyang Xiangcheng (Citrus
junos Sieb. Ex Tanaka)

The global effects of PmRunt co-located and
co-expressed with a lincRNA IncRunt in pearl
oyster Pinctada fucata martensii

LncMSEN1, a mantle-specific LncRNA par-
ticipating in nacre formation and response to
polyl: C stimulation in pearl oyster Pinctada
fucata martensii

Knockdown of IncRNA KCNQ10T1 suppress-
es the adipogenic and osteogenic differenti-
ation of tendon stem cell via downregulating
miR-138 target genes PPAR y and RUNX2

Long non-coding RNA CDKN2B antisense
RNA 1 gene inhibits Gemcitabine sensitivity
in bladder urothelial carcinoma

Long non-coding RNA GHET1 contributes to
chemotherapeutic resistance to Gemcitabine
in bladder cancer

Resveratrol exhibits an effect on attenuating
retina inflammatory condition and damage of
diabetic retinopathy via PON1

Long Noncoding RNA Expression Signatures
of Colon Cancer Based on the ceRNA Net-
work and Their Prognostic Value

Comparative profiling of differentially ex-
pressed microRNAs in estrous ovaries of Ka-
zakh sheep in different seasons
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